Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.034; wR factor = 0.088; data-to-parameter ratio = 12.4.
Related literature
For amide bond formation using 2,4,6-tripropyl-1,3,5,2,4,6trioxatriphosphorinane-2,4,6-trioxide (T3P), see: Dunetz et al. (2011) . For preparation of various heterocycles using imines and T3P, see: Unsworth et al. (2013) . For a review of 1,3thiazin-4-ones, see: Ryabukhin et al. (1996) . For other 2,3diaryl-2,3-dihydro-1,3-benzothiazin-4-ones, see: Kamel et al. (2010) ; Kollenz & Ziegler (1970) ; Oae & Numata (1974) ; Ponci et al. (1963) ; Zarghi et al. (2009) .
Experimental
Crystal data C 20 H 14 N 2 O 3 S M r = 362.39 Monoclinic, P2 1 =n a = 9.8741 (13) Å b = 13.0544 (18) Å c = 13.365 (2) Å = 100.878 (4) V = 1691.7 (7) Å 3 Z = 4 Mo K radiation = 0.22 mm À1 T = 298 K 0.27 Â 0.25 Â 0.24 mm
Data collection
Bruker SMART APEX CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2001) T min = 0.945, T max = 0.951 9929 measured reflections 2904 independent reflections 2578 reflections with I > 2(I) R int = 0.023 Refinement R[F 2 > 2(F 2 )] = 0.034 wR(F 2 ) = 0.088 S = 1.04 2904 reflections 235 parameters H-atom parameters not refined Á max = 0.16 e Å À3 Á min = À2.21 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x À 1 2 ; Ày þ 1 2 ; z À 1 2 ; (ii) Àx þ 1 2 ; y À 1 2 ; Àz þ 1 2 ; (iii) Àx þ 3 2 ; y À 1 2 ; Àz þ 1 2 .
Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XSHELL (Bruker, 2001) ; software used to prepare material for publication: ORTEP-3 for Windows (Farrugia, 2012) .
Comment
The six-membered 1,3-thiazin-4-one ring system has often been investigated for its biological activity and is of potential medicinal use (Ryabukhin et al., 1996) ). As part of our studies of cyclic 1,3-thiaza-4-one compounds, we wished to form 2,3-diaryl-2,3-dihydro-1,3-benzothiazin-4-ones, of which only a small number have been reported (Kamel et al., 2010; Kollenz et al., 1970; Oae et al., 1974; Ponci et al., 1963; Zarghi et al., 2009 ). The title molecule was synthesized by condensation of 1-(3-nitrophenyl)-N-phenylmethanimine with thiosalicylic acid in the presence of 2,4,6-tripropyl-1,3,5,2,4,6-trioxatriphosphorinane-2,4,6-trioxide (T3P) and pyridine (Dunetz et al., 2011) . A similar preparation of a 2,3-dialkyl-2,3-dihydro-1,3-benzothiazin-4-one was recently reported (Unsworth et al., 2013) . We report here the crystal structure ( Fig. 1 ) of the title compound, which has three aromatic rings: i) phenyl, ii) nitrophenyl and iii) phenyl, fused to a thiazine ring. The dihedral angle between (i) and (ii) is 85.31 (15)°, between (ii) and (iii) is 81.33 (15)° and between (i) and (iii) is 75.73 (15)°. The thiazine ring has an envelope conformation with the C atom in the 2-position forming the flap. In the crystal packing ( Fig. 2) , molecules are linked by weak C-H···O interactions (Table 1) , resulting in a three-dimensional network.
Experimental
A two-necked 25 ml roundbottom flask was oven-dried, cooled under N 2 , and charged with a stir bar and 1-(3-nitrophenyl)-N-phenylmethanimine (1.3577 g, 6 mmol). Tetrahydrofuran (2.3 ml) was added, the solid dissolved, and the solution was stirred. Pyridine (1.95 ml, 24 mmol) was added and then thiosalicylic acid (0.9311 g, 6 mmol) was added.
Finally, 2,4,6-tripropyl-1,3,5,2,4,6-trioxatriphosphorinane-2,4,6-trioxide in 2-methyltetrahydrofuran (50 weight percent; 7.1 ml, 12 mmol) was added. The reaction was stirred at room temperature for 46 h, then poured into a separatory funnel with dichloromethane. The mixture was washed with saturated sodium bicarbonate. The aqueous was then extracted three times with dichloromethane. The organics were combined and washed with saturated sodium bicarbonate, water, and saturated sodium chloride. The organic was dried over sodium sulfate, concentrated in vacuo and chromatographed on 30 g flash silica gel, eluting with 20-50% mixtures of ethyl acetate and hexanes. The product eluted with 30-40% EtOAc/hexanes and was concentrated in vacuo to a light yellow solid (1.0659 g). Recrystallization from ethyl acetate/hexanes gave light yellow crystals (0.8659 g, 39.8%). m.p.: 163-165°C. R f = 0.62 (50% EtOAc/hexanes). Crystals for X-ray crystallography were grown by slow evaporation from ethanol.
Refinement
The C-bound H atoms were geometrically placed with C-H = 0.93-0.97 Å, and refined as riding with U iso (H) = 1.2U eq (C). 
Computing details
Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT (Bruker, 2001) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 1990) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 1997) ; molecular graphics: XSHELL (Bruker, 2001) ; software used to prepare material for publication:
ORTEP-3 for Windows (Farrugia, 2012) . Crystal packing. C-H···O interactions are shown as dashed lines. 
2-(3-Nitrophenyl)-3-phenyl-2,3-dihydro-4H-1,3-benzothiazin-4-one

Special details
Experimental. The data collection nominally covered a full sphere of reciprocal space by a combination of 4 sets of ω scans each set at different φ and/or 2θ angles and each scan (10 s exposure) covering -0.300° degrees in ω. The crystal to detector distance was 5.82 cm. SADABS was used for absorption correction. R(int) was 0.0320 before and 0.0220 after correction. The Ratio of minimum to maximum transmission is 0.8417. The λ/2 correction factor is 0.0015. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (7) 0.0158 (7) 0.0032 (7) C10 0.0570 (10) 0.0462 (10) 0.0491 (9) −0.0009 (8) 0.0130 (8) 0.0109 (7) C11 0.0498 (10) 0.0430 (10) 0.0522 (9) 0.0100 (8) 0.0020 (7) 0.0033 (7) C12 0.0369 (8) 0.0503 (10) 0.0525 (9) 0.0082 (7) 0.0102 (7) −0.0031 (7) C13 0.0384 (8) 0.0446 (9) 0.0387 (7) 0.0032 (7) 0.0101 (6) 0.0016 (6) 0.0631 (9) 0.0687 (9) 0.0741 (9) −0.0121 (7) 0.0103 (7) −0.0241 (7) O3 0.0368 (6) 0.0479 (7) 0.0465 (6) −0.0081 (5) −0.0013 (5) 0.0042 (5) S1 0.0444 (2) Symmetry codes: (i) x−1/2, −y+1/2, z−1/2; (ii) −x+1/2, y−1/2, −z+1/2; (iii) −x+3/2, y−1/2, −z+1/2.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
